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Abstract Species boundaries among taxa of colonial
marine organisms are often obscured by intraspeci®c
morphological and ecological variation; genetic com-
parisons of recognized ``ecotypes'' frequently reveal
them to be reproductively isolated species. Based on
morphological similarities, it has been proposed that the
Mediterranean soft coral Alcyonium (�Parerythropodi-
um) coralloides Pallas, 1766 and its Atlantic congener
A. hibernicum belong to one highly variable and geo-
graphically widespread species, A. coralloides. I collected
A. coralloides from ten Atlantic and three Mediterra-
nean locations in 1990 and 1994, and used di�erences in
colony form, substrate use and color to separate them
into ®ve distinct morphotypes. Two occur sympatrically
in the Mediterranean (M1, M2) and three have over-
lapping distributions in the Atlantic (A1, A2, A3). I used
allozyme electrophoresis to compare morphotypes ge-
netically at 14 enzyme loci. Where two morphotypes
occurred sympatrically, ®xed allelic di�erences at 4 to 6
loci indicated reproductive isolation. In all but one
pairwise comparison (M1 and A2), morphotypes whose
ranges did not overlap were also separated by large ge-
netic distances. From these results I suggest that the ®ve
morphotypes represent four distinct species. A. coral-
loides comprises two morphotypes (M1, A2) with rela-
tively high genetic identity. A. hibernicum (�A1) is
reproductively isolated from A. coralloides and should be
retained as a valid species; levels of genetic diversity and
heterozygosity within populations support the absence
of outcrossing in this reportedly asexual species. Mor-
photypes M2 and A3 are also reproductively isolated
from A. coralloides; they are taxonomically distinct from

but belong to the same phylogenetic clade as A. hi-
bernicum. Although preliminary observations suggest
that di�erences in reproductive timing maintain species
boundaries in sympatry, wider geographic sampling will
be required to elucidate the events leading to speciation
within this species complex.

Introduction

Recognition of taxonomic boundaries is a necessary ®rst
step to understanding the biogeographical and ecologi-
cal distributions of organisms, as well as the mechanisms
by which speciation occurs. Genetic and ecological
studies of marine organisms have frequently exposed the
existence of cryptic or sibling species [i.e. species that are
di�cult or impossible to distinguish morphologically
(Knowlton 1993)], revealing many species to be more
ecologically and evolutionarily specialized or to have
narrower geographic ranges than previously supposed
(Knowlton and Jackson 1994). Study of the factors that
reproductively isolate morphologically similar taxa can
contribute signi®cantly to our understanding of the
speciation process in marine environments (Knowlton
1993; Palumbi 1994).

Morphological species boundaries are often espe-
cially di�cult to assess in cnidarians. Because the growth
form of some species has been demonstrated to be in-
¯uenced by the environment (Foster 1979; Willis 1985;
West et al. 1993; Bruno and Edmunds 1997), morpho-
logical variants associated with distinct microhabitats
often are assumed to represent ecotypes of a single, en-
vironmentally plastic species (e.g. Knowlton et al. 1992).
Recent studies of genetic di�erences among morpho-
logical variants of corals, however, have concluded that
many ``ecotypes'' are indeed reproductively isolated
[Ayre et al. 1991; Knowlton et al. 1992, 1997 (but see
Van Veghel and Bak 1993); Brazeau and Harvell 1994;
Stobart and Benzie 1994; Lasker et al. 1996]. Likewise,
genetic comparisons of color or life-history variants
have revealed numerous cryptic species complexes in sea
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anemones (Carter and Thorpe 1981; Bucklin and
Hedgecock 1982; SoleÂ -Cava et al. 1985; Shaw et al. 1987;
SoleÂ -Cava and Thorpe 1987; McFadden et al. 1997;
Monteiro et al. 1997).

The alcyonacean soft coral Alcyonium (�Parer-
ythropodium) coralloides Pallas, 1766 exhibits consider-
able variation in colony growth form, color, habitat and
life history across a broad geographic range. Although
the recognized variants of this species have been com-
pared morphologically and ecologically (Weinberg 1975;
Groot and Weinberg 1982), their genetic relationships
have never been examined. Throughout the western
basin of the Mediterranean, A. coralloides is most
commonly found as an epibiont on dead gorgonian
skeletons, but it also may form dense aggregations on
vertical or overhanging rock surfaces and in shallow
caves (Weinberg 1979, 1980; Van Soest and Weinberg
1980; Groot and Weinberg 1982). Its growth form varies
greatly, from thinly encrusting (£2 mm thick) to upright
lobate and digitate colonies up to 50 mm in height
(Groot and Weinberg 1982). Colony color is also highly
variable, ranging from deep red through various shades
of pink to white and yellow (Weinberg 1975; Groot and
Weinberg 1982). A. coralloides is a sexually-reproducing
gonochore that broods planula larvae to a late devel-
opmental stage, and as a result probably has relatively
limited dispersal abilities (de Lacaze-Duthiers 1900).

A very similar soft coral, originally described as
Alcyonium (�Parerythropodium) hibernicum Renouf,
1931, occurs on shaded vertical or overhanging rock
surfaces in the shallow subtidal throughout the British
Isles and Atlantic coast of France (Hartnoll 1977; Van
Soest and Weinberg 1980; Groot and Weinberg 1982).
Colonies of A. hibernicum are typically lobate or digi-
tate rather than thinly encrusting, and exhibit relatively
little color polymorphism (Van Soest and Weinberg
1980; Groot and Weinberg 1982). Like A. coralloides,
this species also broods planula larvae, but it is believed
to reproduce parthenogenetically rather than sexually
(Hartnoll 1977). Despite these di�erences, Van Soest
and Weinberg (1980) concluded on the basis of sclerite
morphology that A. hibernicum was a geographic variant
of the Mediterranean species and synonymized them
under the name A. coralloides. Groot and Weinberg
(1982) subsequently compared the di�erent morpho-
logical and color variants from both geographical
regions and also concluded that they belonged to one,
highly variable, species. The absence of sexual repro-
duction in the Atlantic form should, however, repro-
ductively isolate it from sexual Mediterranean
populations, in which case they should continue to be
considered separate species (Mayr 1963).

I used allozyme electrophoresis to examine the ge-
netic relationships among (1) Atlantic and Mediterra-
nean populations of Alcyonium coralloides and (2) the
di�erent morphological and color variants (``morpho-
types'') found within populations. In cases where sym-
patrically occurring morphotypes exhibit ®xed allelic
di�erences, I have concluded that they do not interbreed

and should therefore be recognized as distinct species. In
comparisons of allopatric forms, I have used the degree
of genetic and morphological di�erentiation among
morphotypes to evaluate their taxonomic relationship.

Materials and methods

Collection

I collected Alcyonium coralloides Pallas, 1766 in 1990 from ®ve
locations in Ireland and the Isle of Man and in 1994 from eight
locations in France, Spain and Portugal (Fig. 1). Using SCUBA, I
removed entire colonies from the rock substrate with a knife, or
used wire cutters to clip branches of gorgonians occupied by
A. coralloides. A. coralloides can reproduce by vegetative propa-
gation (own personal observation); therefore, to minimize the
possibility of collecting multiple samples of the same clone, I
sampled only a single colony from any group of colonies that ap-
peared to be clonemates (based on proximity, stolonal connections
or similarity of color). At most locations I collected colonies from
several di�erent dive sites separated by a few hundred meters to
several kilometers.

Fig. 1 Alcyonium coralloides. Map of western Europe showing
locations at which ®ve morphotypes were collected (Split circles
denote presence of two morphotypes; vertical stripes Type A1; black
A2; diagonal stripes A3; openM1; horizontal stripesM2. RAT Rathlin
Island, Northern Ireland; MUL Mulroy Bay, Republic of Ireland;
STJ St. John's Point, Republic of Ireland; HYN Lough Hyne,
Republic of Ireland; IOM Isle of Man; CHA Iles Chausey, France;
TRE TreÂ beurden, France;GLE Iles de GleÂ nan, France; LUZ St. Jean-
de-Luz, France; SAG Sagres, Portugal; MED Illes Medes, Spain;
BAN Banyuls-sur-Mer, France; MR Marseille, France)
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For all samples collected in 1994, I used Vernier calipers to
measure the maximum height or thickness (H) of each colony when
fully contracted, the basal length (L) (maximum diameter of the
base where it was attached to the substrate) and the basal width
(W) (maximum dimension of the base perpendicular to L). I esti-
mated basal area (A) as an ellipse using the formula A � p(L/
2)(W/2). For encrusting colonies with very irregular shapes, I
traced the outline onto waterproof paper and later estimated basal
area by superimposing a 1 mm2 grid and counting grid squares. I
used the ratio of (height)2 to basal area as a non-dimensional
measure of colony morphology (H2:A). For a perfectly hemi-
spherical colony (L � W � 2H), H2:A � 0.32; values less than
this correspond to ¯at colonies, values greater than this to erect
colonies. I classi®ed colony morphology as lobate (height ³ basal
diameter), digitate (multiple discrete lobes arising from the same
basal tissue), or encrusting (basal diameter much greater than
height), and recorded the substrate to which each colony was at-
tached (rock, gorgonian coral, worm tube or ``other'').

Color was judged by visual inspection of the colony surface
(the coenenchyme) and polyps with a hand lens. For a majority of
the colonies collected in color-polymorphic populations, I also
preserved in 70% EtOH a small slice of tissue containing polyps
and coenenchyme: colony color is due primarily to alcohol-insol-
uble pigments in microscopic calcareous sclerites embedded in the
soft tissues (Tixier-Durivault 1940). Later, I examined these pre-
served samples under a dissecting microscope and determined the
color of sclerites in the (a) tentacles, (b) distal (crown and points)
and (c) proximal regions of the polyp, and (d) colony surface (calyx
and coenenchyme) (alphabetic designation of anatomical regions
follows Weinberg 1975, 1977).

As soon as possible following collection, living polypoid tissue
was excised from each colony, blotted to eliminate excess water and
mucus, cleaned of attached debris, and frozen in individual vials in
liquid nitrogen. Tissue samples were kept frozen in liquid nitrogen
or in a )80 °C freezer until used for electrophoresis.

Allozyme electrophoresis

Frozen tissue was diced into small pieces, then crushed with a glass
rod in 22 ll grinding bu�er [10% sucrose, 0.1% b-mercaptoetha-
nol, 1 mg/ml NADP, bromphenol blue (Stoddart 1983a)]. The re-
sulting homogenate was centrifuged at 12 000 rpm for 2.5 min, and
®lter-paper wicks soaked in the supernatant were loaded onto 12%
(w/v) starch gels. I ran gels using Selander et al.'s (1971) Bu�er
Systems 2 (discontinuous LiOH) and 5 (tris-citrate, pH 8.0) at 4 °C.
System 2 gels were stained for adenylate kinase (AK, E.C. 2.7.4.3),
esterase (EST, E.C. 3.1.1.1), glucosephosphate isomerase (GPI,
E.C. 5.3.1.9), hexokinase (HK, E.C. 2.7.1.1), leucine amino-pepti-
dase (LAP-1, LAP-2, E.C. 3.4.11.1), L-leucyl-tyrosine peptidase
(LTP-1, LTP-2, E.C. 3.4.11/13), and nucleoside phosphorylase
(NP, E.C. 2.4.2.1). System 5 gels were stained for malate dehy-

drogenase (MDH-1, MDH-2, E.C. 1.1.1.37), octanol dehydroge-
nase (ODH, E.C. 1.1.1.73), 6-phosphogluconate dehydrogenase
(6PGD, E.C. 1.1.1.44) and triose-phosphate isomerase (TPI, E.C.
5.3.1.1). I added 20 mg NADP to the System 5 gel bu�er to im-
prove resolution at the 6PGD locus. Standard staining recipes were
followed (e.g. Shaw and Prasad 1970). I numbered loci and alleles
in order of decreasing electrophoretic mobility.

Genetic data analysis

Allele and genotype frequencies, observed heterozygosity and
percentage of polymorphic loci were determined separately for each
morphotype at each location. I tested the genotype frequencies of
polymorphic loci for conformance to Hardy±Weinberg expecta-
tions, and compared allele frequencies between di�erent morpho-
types within populations using the pseudoprobability v2 tests of
Zaykin and Pudovkin (1993). Unlike conventional v2 tests, this
method gives reliable probability estimates even when expected cell
frequencies are small. A sequential Bonferroni procedure was used
to adjust probability levels for multiple tests (Hochberg 1988).

I used Biosys-1 (Swo�ord and Selander 1981) to estimate
pairwise genetic distance measures [Nei's (1978) unbiasedD] among
all populations and morphotypes and to construct an UPGMA
(unweighted pair±group method using unweighted averages) den-
drogram of D values. In addition, I used Phylip Version 3.5c
(Felsenstein 1993) to construct a neighbor-joining tree of pairwise
genetic distance values with Cavalli-Sforza and Edwards' (1967)
chord distance. Unlike Nei's D, Cavalli-Sforza and Edwards' chord
distance does not assume constant population size over time (Fel-
senstein 1993); and, unlike UPGMA, the neighbor-joining method
of tree construction allows evolutionary rates to vary among lin-
eages (Swo�ord et al. 1996). Allozyme frequencies for two addi-
tional nominate species of Alcyonium, A. acaule (a Mediterranean
species collected at Marseille, MR) and A. glomeratum (an Atlantic
species collected at TreÂ beurden, TRE), were included in the anal-
ysis. A. acaule was used to root the neighbor-joining tree.

Results

Colony morphology and color

On the basis of colony growth form, substrate use
and color, I recognized three distinct morphotypes of
Alcyonium coralloides in Atlantic populations and two
in the Mediterranean (Table 1). Hereafter, I refer to
these forms as Atlantic morphotypes A1, A2 and A3
and Mediterranean Morphotypes M1 and M2. Because

Table 1 Alcyonium coralloides. Summary of general features of three Atlantic (A1, A2, A3) and two Mediterranean (M1, M2) mor-
photypes (r red; p pink; w white; y yellow)

Morphotype Colony
morphology

Substrate Most common sclerite colors of:

tentacles distal proximal coenenchyme
polyp polyp

A1 lobate, digitate rock w, p p p p

A2 encrusting, lobate rock, worm tubes,
other organisms

y r, p r, y r

A3 lobate, digitate rock w, y r, p r, p w

M1a encrusting gorgonians y r y r

M2 lobate, digitate,
encrusting

rock, other
organisms

y r r r, p, w

a Populations found below 20 m depth are often highly color-polymorphic (Table 2)

173



I observed relatively little variation in either growth
form, color or allozyme frequencies among colonies
collected from the di�erent dive sites at most locations,
I pooled sites for the analyses. At Mediterranean lo-
cation MR, however, there was signi®cant variation
among colonies from ®ve di�erent dive sites; these were
not pooled, and are denoted throughout the analyses as
MR-1 to MR-5.

Morphotype A1

I found colonies of Morphotype A1 at all Atlantic lo-
cations north of and excluding St. Jean-de-Luz (LUZ);
throughout the British Isles this was the only Form I

encountered (Fig. 1). Type A1 corresponds to the orig-
inal and subsequent descriptions of Alcyonium hiberni-
cum (the Lough Hyne site sampled in this study is the
type location of that species) (Renouf 1931; Hartnoll
1977). A1 colonies were typically lobate or digitate, and
up to 30 mm in height when fully contracted (Table 2).
Overall colony coloration ranged from very light pink
(typical of Irish populations) to a somewhat darker pink
in some French populations [described by Groot and
Weinberg (1982) as ``pink-2'']. All colonies had pink
sclerites in both regions of the polyp and in the coe-
nenchyme, while tentacular sclerites were pink, white, or
a mixture of those two colors. Colonies were always
attached directly to rock or other hard, inorganic sur-
faces (Table 2).

Table 2 Alcyonium coralloides. Morphology, substrate use and
color of colonies collected from NE Atlantic and Mediterranean
populations in 1994 [A1, A2, A3 Atlantic morphotypes; M1, M2
Mediterranean morphotypes; N number of colonies collected; H
colony height (cm); H2:A non-dimensional measure of overall
colony morphology; L % lobate; D % digitate; E % encrusting; R
% on rock (or other inorganic surfaces such as metal ship hulls); G

% on gorgonians; W % on worm tubes; O % on other organic
substrata (e.g. barnacles, bryozoans, sponges); a tentacles; b distal
polyp region; c proximal polyp region; d coenenchyme; r red; p
pink; w white or colorless; y yellow; double letter codes sclerites of
both colors present in similar proportions (only those color vari-
eties that were found in >15% of individuals sampled are shown)]

Type, [N]
location

Colony morphology Substrate use Sclerite colors

H (SD) H2:A (SD) L D E R G W O a b c d

A1
CHA [62] 1.46 (0.69) 8.25 (8.19) 34 56 10 100 0 0 0 pw p p p
TRE [39] 0.84 (0.36) 6.34 (5.52) 69 13 18 100 0 0 0 pw p p p
GLE [37] 1.73 (0.53) 12.16 (4.72) 54 46 0 100 0 0 0 pw p p p

A2
CHA [48] 0.95 (0.61) 2.20 (2.89) 44 10 46 100 0 0 0 y ry ry r
TRE [41] 0.27 (0.11) 0.68 (1.04) 2 0 98 100 0 0 0 y r ry r
GLE [11] 0.50 (0.33) 0.52 (0.42)a 0 0 100 45 0 10 45 y r ry r
LUZ [44] 0.67 (0.31) 1.29 (1.29)b 27 0 73 0 0 2 98 r r r r
SAG [36] 0.47 (0.34) 0.70 (1.14)c 22 11 67 65 0 35 0 y r y r

A3
SAG [55] 1.28 (0.50) 5.61 (4.91) 85 13 2 100 0 0 0 y r r w

y r ry w
w r r w

M1
MED [45] 0.39 (0.07)d ± 0 0 100 0 98 2 0 y r ry r

y p y p
BAN [45] 0.53 (0.19) ± 0 0 100 0 100 0 0 y r y r

w w w w
MR2 [26] 0.22 (0.46) ± 0 0 100 0 100 0 0 y r y r
MR3 [21] 0.40 (0.08) ± 0 0 100 0 100 0 0 y r y r
MR4 [36] 0.50 (0.16) ± 0 0 100 0 100 0 0 y y y w

y r y r
y y y pw

M2
MED [34] 0.29 (0.17) 0.76 (1.24) 0 9 91 34 0 3 63 y r r r

y r y r
MR1e [34] 1.00 (0.46) 8.31 (6.81) 9 76 15 ? 0 0 ? y r r r
MR2 [10] 0.10 (0.0) 0.03 (0.01) 0 0 100 30 0 0 70 y r r r
MR3 [15] 0.13 (0.07) 0.63 (0.28) 0 0 100 7 0 0 93 y r r r
MR5 [63] 1.45 (0.51) 9.47 (10.42) 0 98 2 100 0 0 0 y r r rw

y r r pr

aMean excludes four colonies with elongated, stalked morphology. When these individuals are included, mean H2:A = 8.85 (14.34 SD)
bMean H and H2:A exclude one colony found encrusting a worm tube
cMean H and H2:A exclude 19 colonies found encrusting worm tubes [mean H = 0.26 (= 0.14 SD)]
dHeight of Type M1 colonies is thickness of largest ``knot'' of polyps in a colony. H2:A not calculated
e Substrate use not recorded, but all colonies were on either rock or other (bryozoans, sponges)
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Morphotype A2

Colonies of Morphotype A2 occurred at all Atlantic
locations from Iles Chausey (CHA) southward, but were
not found in the British Isles (Fig. 1). A2 colonies were
typically smaller and more thinly encrusting than either
Types A1 or A3 (Table 2); at the four Atlantic locations
at which two morphotypes co-occurred, A1 or A3 col-
onies were always signi®cantly taller than A2 colonies,
and had signi®cantly greater H2:A ratios, indicating a
more upright colony morphology (unpaired Student's
t-tests, p < 0.001) (Fig. 2). Many of the A2 colonies I
found at Sagres (SAG) were thinly encrusting epibionts
on the tubes of polychaete worms, and those in other
populations were often overgrowing barnacles or other
sessile organisms (Table 2). Type A2 colonies were
generally red or very dark pink, with some yellow in the
polyps (the ``pink-4'' of Groot and Weinberg 1982).
Coenenchymal sclerites were always red or a mixture of
red and pink; tentacular sclerites were almost always

yellow (occasionally red, and very rarely white), and
sclerites in the polyps were usually red or pink, often
mixed with yellow, especially in the proximal region
(Table 2).

Morphotype A3

I found colonies of Morphotype A3 only in Portugal
(SAG). These colonies were very similar in morphology
and substrate use to Type A1, but di�ered in color
(Table 2). The majority of A3 colonies had white coe-
nenchymal sclerites, and both polyp regions usually
contained predominantly red or pink sclerites, although
some colonies had white, yellow or a mixture of red with
either white or yellow sclerites in the proximal region.
Tentacular sclerites were white or yellow. I found no
colonies of the ``pink-2'' type in this population.

Morphotype M1

Mediterranean Morphotype M1 colonies were always
found as epibionts growing on the skeletons of
gorgonian corals, and ®t published descriptions of
Alcyonium (�Parerythropodium) coralloides (Weinberg
1975, 1977). M1 colonies were very thinly encrusting
(£2 mm thick) over most of the gorgonian axis
(Table 2), but at irregular intervals high densities of
polyps occurred on raised areas of coenenchyme up to
20 mm thick. In shallow water (<25 m), the predomi-
nant colony color was a deep wine-red with yellow
polyps, produced by the combination of red sclerites in
the coenenchyme, yellow (sometimes mixed with red) in
the proximal and red in the distal polyp regions, and
yellow (or, rarely, white) in the tentacles (Table 2). In
deeper water (>25 m), additional color morphs were
found, including pure white; pink coenenchyme with
either yellow or white sclerites in the tentacles and/or
polyps [Groot and Weinberg's (1982) ``pink-3'' and
``pink-2'', respectively]; and white coenenchyme with
yellow in the tentacles and/or polyps (Table 2).

Morphotype M2

Morphotype M2 colonies were always found on hard
substrata or overgrowing organisms such as barnacles,
bryozoans or sponges (Table 2). Colony morphology
ranged from small, thinly encrusting forms 1 to 2 mm
thick to lobate or digitate forms up to 35 mm in height.
Color varied, although in overall appearance colonies
were usually a shade of red or dark pink. Coenenchymal
sclerites were usually either red or various mixtures of
red, pink and white, tentacular sclerites were almost
invariably yellow, and sclerites in the distal region of the
polyp were always deep red; sclerites in the proximal
region of the polyp were also usually red, although white
or yellow occurred in some colonies (Table 2).

Fig. 2 Alcyonium coralloides. Comparisons of a mean colony height
(when fully contracted) and b H2:A ratio (measure of colony
morphology) between colonies of Morphotype A1 (open bars) or A3
(hatched bars) and A2 (shaded bars) at the four NE Atlantic locations
where two morphotypes co-occurred (error bars standard errors of
mean; numbers above bars sample sizes). Di�erences in mean height
and H2:A ratio were signi®cant at all locations (unpaired Student's
t-tests, p < 0.0001) (Location abbreviations as in Fig. 1)

175



T
a
b
le

3
A
lc
y
o
n
iu
m

co
ra
ll
o
id
es
.
A
ll
el
e
fr
eq
u
en
ci
es

in
N
E
A
tl
a
n
ti
c
a
n
d
M
ed
it
er
ra
n
ea
n
p
o
p
u
la
ti
o
n
s;
a
ll
el
es

n
u
m
b
er
ed

in
o
rd
er

o
f
d
ec
re
a
si
n
g
m
o
b
il
it
y
[A
1
,
A
2
,
A
3
A
tl
a
n
ti
c
m
o
rp
h
o
ty
p
es
;

M
1
,
M
2
M
ed
it
er
ra
n
ea
n
m
o
rp
h
o
ty
p
es
;
lo
ca
ti
o
n
a
b
b
re
vi
a
ti
o
n
s
a
s
in

F
ig
.
1
;
(N

)
n
u
m
b
er

o
f
in
d
iv
id
u
a
ls
a
n
a
ly
ze
d
fo
r
ea
ch

lo
cu
s;
H

o
o
b
se
rv
ed

h
et
er
o
zy
g
o
si
ty

(d
ir
ec
t
co
u
n
t)
;
H

a
v
e
o
b
se
rv
ed

h
et
er
o
zy
g
o
si
ty

a
v
er
a
g
ed

o
v
er

a
ll
lo
ci

(i
n
cl
u
d
in
g
m
o
n
o
m
o
rp
h
ic

lo
ci
);
P
p
er
ce
n
t
o
f
lo
ci

p
o
ly
m
o
rp
h
ic
]

L
o
cu
s,

a
ll
el
e

L
o
ca
ti
o
n
a
n
d
m
o
rp
h
o
ty
p
e

R
A
T

A
1

M
U
L

A
1

S
T
J

A
1

H
Y
N

A
1

IO
M

A
1

C
H
A

T
R
E

G
L
E

L
U
Z

A
2

S
A
G

M
E
D

B
A
N

M
1

M
R
1

M
2

M
R
2

M
R
3

M
R
4

M
1

M
R
5

M
2

A
1

A
2

A
1

A
2

A
1

A
2

A
3

A
2

M
1

M
2

M
1

M
2

M
1

M
2

A
K (N

)
(2
7
)

(2
4
)

(2
5
)

(2
4
)

(7
8
)

(4
4
)

(2
6
)

(3
4
)

(0
6
)

(2
6
)

(0
0
)

(1
8
)

(4
8
)

(4
6
)

(2
2
)

(0
7
)

(1
3
)

(0
2
)

(2
0
)

(0
0
)

(1
6
)

(0
0
)

(2
6
)

(0
3
)

1
1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

±
1
.0
0
0

0
.9
2
7

1
.0
0
0

0
.1
1
4

0
.2
8
6

0
.1
9
2

1
.0
0
0

0
.0
0
0

±
0
.1
2
5

±
0
.0
3
8

1
.0
0
0

2
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

±
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.8
8
6

0
.2
8
6

0
.6
5
4

0
.0
0
0

0
.8
7
5

±
0
.8
7
5

±
0
.9
0
4

0
.0
0
0

3
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

±
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.4
2
9

0
.0
7
7

0
.0
0
0

0
.0
0
0

±
0
.0
0
0

±
0
.0
0
0

0
.0
0
0

4
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

±
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
7
7

0
.0
0
0

0
.1
2
5

±
0
.0
0
0

±
0
.0
5
8

0
.0
0
0

5
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

±
0
.0
0
0

0
.0
7
3

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

±
0
.0
0
0

±
0
.0
0
0

0
.0
0
0

H
o

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

±
0
.0
0
0

0
.0
6
3

0
.0
0
0

0
.0
4
5

0
.0
0
0

0
.0
7
7

0
.0
0
0

0
.1
5
0

±
0
.0
0
0

±
0
.1
1
5

0
.0
0
0

G
P
I (N
)

(2
8
)

(2
4
)

(2
5
)

(2
4
)

(7
3
)

(4
4
)

(3
3
)

(1
7
)

(1
7
)

(2
5
)

(0
5
)

(3
2
)

(0
8
)

(2
2
)

(3
6
)

(2
1
)

(3
1
)

(3
2
)

(2
5
)

(0
6
)

(2
0
)

(1
3
)

(3
5
)

(5
4
)

1
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
6
8

0
.4
1
7

0
.0
0
0

0
.0
8
1

0
.0
0
0

0
.2
2
0

0
.0
0
0

0
.0
2
5

0
.0
0
0

0
.0
5
7

0
.0
0
0

2
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.1
3
6

0
.0
0
0

0
.0
0
0

0
.0
6
5

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
7
1

0
.0
0
0

3
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.3
4
1

0
.3
7
5

0
.0
0
0

0
.3
7
1

0
.0
0
0

0
.7
2
0

0
.0
0
0

0
.7
2
5

0
.0
0
0

0
.4
7
1

0
.0
0
0

4
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.2
0
3

0
.0
0
0

0
.0
8
3

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

5
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.3
8
6

0
.0
6
9

0
.0
0
0

0
.1
9
4

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

6
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
9
5

0
.0
0
0

0
.3
4
4

0
.0
0
0

0
.9
1
7

0
.0
0
0

0
.5
7
7

0
.0
0
0

0
.5
7
4

7
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.7
5
8

0
.0
5
9

0
.9
4
1

0
.0
0
0

1
.0
0
0

1
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.9
0
5

0
.0
0
0

0
.4
5
3

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.3
8
5

0
.0
0
0

0
.3
7
0

8
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
6
8

0
.1
3
9

0
.0
0
0

0
.2
9
0

0
.0
0
0

0
.0
6
0

0
.0
0
0

0
.2
5
0

0
.0
0
0

0
.4
0
0

0
.0
0
0

9
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
3
8

0
.0
0
0

0
.0
5
6

1
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

0
.2
4
2

0
.9
4
1

0
.0
5
9

1
.0
0
0

0
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

H
o

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.4
0
9

0
.5
2
8

0
.1
9
0

0
.6
7
7

0
.2
5
0

0
.2
8
0

0
.1
6
7

0
.3
0
0

0
.4
6
2

0
.6
0
0

0
.4
2
6

H
K (N

)
(2
8
)

(2
4
)

(2
5
)

(2
4
)

(7
8
)

(4
4
)

(3
4
)

(3
4
)

(3
4
)

(2
6
)

(0
8
)

(3
7
)

(5
0
)

(4
9
)

(4
0
)

(2
7
)

(3
3
)

(3
1
)

(2
6
)

(0
9
)

(2
0
)

(1
5
)

(3
6
)

(6
2
)

1
1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

0
.5
0
0

1
.0
0
0

0
.0
1
0

0
.9
5
9

0
.9
1
3

0
.9
2
6

0
.7
4
2

0
.9
8
4

0
.5
1
9

1
.0
0
0

0
.5
5
0

1
.0
0
0

0
.4
5
8

1
.0
0
0

2
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.4
9
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

3
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
1
0

0
.0
2
0

0
.0
8
7

0
.0
7
4

0
.2
1
2

0
.0
1
6

0
.1
5
4

0
.0
0
0

0
.1
2
5

0
.0
0
0

0
.2
7
8

0
.0
0
0

4
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.4
9
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

5
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
4
5

0
.0
0
0

0
.3
2
7

0
.0
0
0

0
.3
2
5

0
.0
0
0

0
.2
6
4

0
.0
0
0

6
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
2
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

7
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.5
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

H
o

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

0
.0
6
3

0
.0
8
2

0
.1
7
5

0
.1
4
8

0
.4
8
5

0
.0
3
2

0
.8
0
8

0
.0
0
0

0
.6
0
0

0
.0
0
0

0
.5
8
3

0
.0
0
0

L
A
P
-1

(N
)

(2
4
)

(2
0
)

(1
9
)

(1
4
)

(5
6
)

(0
6
)

(1
2
)

(1
8
)

(1
2
)

(1
2
)

(0
2
)

(3
0
)

(4
5
)

(3
7
)

(3
6
)

(1
4
)

(1
8
)

(1
9
)

(1
9
)

(0
5
)

(1
5
)

(1
1
)

(2
3
)

(4
7
)

1
1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

0
.1
6
7

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

0
.0
0
0

0
.4
2
2

0
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

2
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.8
3
3

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

3
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.5
7
8

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

H
o

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.4
8
9

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

L
A
P
-2

(N
)

(1
7
)

(1
6
)

(1
7
)

(1
7
)

(1
9
)

(4
0
)

(3
0
)

(2
7
)

(1
5
)

(2
0
)

(0
5
)

(2
8
)

(4
5
)

(2
4
)

(3
8
)

(2
5
)

(3
4
)

(2
5
)

(1
6
)

(0
4
)

(1
4
)

(0
7
)

(2
5
)

(5
8
)

1
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

0
.0
0
0

0
.6
6
0

0
.0
0
0

0
.1
6
0

0
.0
0
0

0
.2
5
0

0
.0
0
0

0
.5
7
1

0
.0
0
0

0
.5
0
0

2
1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

0
.1
3
3

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

3
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.3
4
0

0
.0
0
0

0
.8
4
0

0
.0
0
0

0
.7
5
0

0
.0
0
0

0
.4
2
9

0
.0
0
0

0
.5
0
0

176



T
a
b
le

3
(c
o
n
ti
n
u
ed
)

4
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.8
6
7

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

H
o

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.3
6
0

0
.0
0
0

0
.2
4
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.2
8
6

0
.0
0
0

0
.4
4
8

L
T
P
-2

(N
)

(2
8
)

(2
4
)

(2
5
)

(2
4
)

(8
0
)

(4
4
)

(3
2
)

(3
4
)

(3
1
)

(2
5
)

(0
5
)

(3
7
)

(4
9
)

(4
9
)

(4
0
)

(2
6
)

(3
4
)

(3
3
)

(2
6
)

(1
0
)

(2
0
)

(1
5
)

(3
6
)

(5
9
)

1
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.1
3
5

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

2
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.8
6
5

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

3
1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

4
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

1
.0
0
0

0
.9
6
9

1
.0
0
0

0
.7
3
8

0
.0
0
0

0
.9
5
6

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

5
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
3
1

0
.0
0
0

0
.2
2
5

0
.0
0
0

0
.0
4
4

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

6
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
3
8

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

H
o

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
2
0

0
.0
0
0

0
.2
7
5

0
.2
6
9

0
.0
8
8

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

M
D
H
-1

(N
)

(2
8
)

(2
4
)

(2
5
)

(2
4
)

(6
7
)

(4
3
)

(3
4
)

(3
4
)

(3
3
)

(2
4
)

(0
8
)

(3
5
)

(4
9
)

(4
4
)

(3
7
)

(1
8
)

(3
3
)

(2
7
)

(2
5
)

(0
6
)

(2
0
)

(1
2
)

(3
1
)

(5
5
)

1
1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

0
.9
7
2

1
.0
0
0

0
.9
2
6

1
.0
0
0

0
.9
1
7

1
.0
0
0

0
.9
1
7

1
.0
0
0

0
.6
0
0

2
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
2
8

0
.0
0
0

0
.0
7
4

0
.0
0
0

0
.0
8
3

0
.0
0
0

0
.0
8
3

0
.0
0
0

0
.4
0
0

H
o

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
5
6

0
.0
0
0

0
.0
7
4

0
.0
0
0

0
.1
6
7

0
.0
0
0

0
.1
6
7

0
.0
0
0

0
.2
9
1

N
P (N

)
(2
8
)

(2
4
)

(2
5
)

(2
4
)

(7
9
)

(4
2
)

(3
1
)

(2
6
)

(1
8
)

(2
5
)

(0
6
)

(2
7
)

(4
9
)

(4
8
)

(4
0
)

(2
7
)

(3
1
)

(3
2
)

(2
6
)

(0
6
)

(2
0
)

(1
5
)

(3
2
)

(6
0
)

1
1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

0
.7
6
5

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

2
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.2
3
5

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

H
o

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.3
8
8

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

O
D
H

(N
)

(2
7
)

(2
4
)

(2
5
)

(2
4
)

(6
2
)

(3
6
)

(2
2
)

(2
6
)

(1
9
)

(2
0
)

(0
8
)

(1
8
)

(4
2
)

(1
8
)

(1
9
)

(2
1
)

(2
5
)

(2
1
)

(1
5
)

(0
7
)

(1
0
)

(0
9
)

(3
4
)

(5
6
)

1
1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

0
.9
5
2

1
.0
0
0

0
.9
7
6

1
.0
0
0

1
.0
0
0

1
.0
0
0

0
.7
7
8

1
.0
0
0

0
.9
6
4

2
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
4
8

0
.0
0
0

0
.0
2
4

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.2
2
2

0
.0
0
0

0
.0
3
6

H
o

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
9
5

0
.0
0
0

0
.0
4
8

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.4
4
4

0
.0
0
0

0
.0
7
1

6
P
G
D

(N
)

(2
8
)

(2
4
)

(2
5
)

(2
4
)

(7
5
)

(0
9
)

(1
5
)

(1
1
)

(0
9
)

(0
7
)

(0
1
)

(2
0
)

(0
0
)

(0
9
)

(1
9
)

(2
0
)

(1
7
)

(2
7
)

(1
8
)

(0
6
)

(1
4
)

(1
0
)

(2
4
)

(5
3
)

1
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

±
0
.0
0
0

0
.0
0
0

0
.0
2
5

0
.0
0
0

0
.0
1
9

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
1
9

2
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

0
.0
0
0

1
.0
0
0

±
1
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

3
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

±
0
.0
0
0

0
.0
0
0

0
.0
5
0

0
.0
0
0

0
.2
2
2

0
.0
0
0

0
.5
8
3

0
.0
0
0

0
.7
5
0

0
.0
0
0

0
.7
9
2

4
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

±
1
.0
0
0

0
.0
0
0

0
.9
2
5

0
.0
0
0

0
.7
5
9

0
.0
0
0

0
.4
1
7

0
.0
0
0

0
.2
5
0

0
.0
0
0

0
.1
8
9

5
1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

1
.0
0
0

0
.0
0
0

±
0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

H
o

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

±
0
.0
0
0

0
.0
0
0

0
.1
5
0

0
.0
0
0

0
.3
3
3

0
.0
0
0

0
.5
0
0

0
.0
0
0

0
.3
0
0

0
.0
0
0

0
.3
7
7

T
P
I (N
)

(0
0
)

(0
0
)

(0
0
)

(0
0
)

(0
0
)

(3
1
)

(1
9
)

(3
3
)

(2
9
)

(2
6
)

(0
8
)

(3
7
)

(4
7
)

(4
8
)

(3
9
)

(2
7
)

(3
5
)

(3
3
)

(2
3
)

(0
8
)

(2
0
)

(1
4
)

(3
3
)

(5
9
)

1
±

±
±

±
±

0
.0
0
0

0
.8
4
2

0
.0
0
0

0
.7
7
6

0
.0
0
0

0
.5
0
0

1
.0
0
0

0
.0
0
0

0
.9
4
8

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

2
±

±
±

±
±

1
.0
0
0

0
.1
5
8

1
.0
0
0

0
.2
2
4

1
.0
0
0

0
.5
0
0

0
.0
0
0

1
.0
0
0

0
.0
5
2

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

0
.0
0
0

1
.0
0
0

H
o

±
±

±
±

±
0
.0
0
0

0
.3
1
6

0
.0
0
0

0
.4
4
8

0
.0
0
0

1
.0
0
0

0
.0
0
0

0
.0
0
0

0
.1
0
4

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

H
a
v
e

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
0
0

0
.0
2
1

0
.0
0
0

0
.0
3
0

0
.0
0
0

0
.1
3
3

0
.0
0
0

0
.1
0
9

0
.0
4
0

0
.0
6
8

0
.0
8
5

0
.0
8
8

0
.0
6
5

0
.0
8
3

0
.0
5
6

0
.0
6
0

0
.1
1
1

0
.0
8
7

0
.1
0
8

P
0
.0

0
.0

0
.0

0
.0

0
.0

0
.0

2
6
.7

6
.7

1
3
.3

0
.0

1
3
.3

0
.0

3
3
.3

2
0
.0

2
6
.7

5
3
.3

2
6
.7

4
0
.0

2
0
.0

2
6
.7

2
0
.0

3
3
.3

2
0
.0

3
3
.3

177



Allozymes

EST, LTP-1, and MDH-2 were monomorphic across all
populations. The remaining 11 loci varied within or
among populations (Table 3). As in some other cnid-
arians (Carter and Thorpe 1981; SoleÂ -Cava et al. 1985;
Smith and Potts 1987), GPI homozygotes displayed
three bands of equal intensity, while heterozygotes ex-
hibited complex patterns ranging from ®ve to nine dis-
tinct bands. Most individuals of Morphotypes A1 and
A3 exhibited a poorly resolved ®ve-banded pattern for
GPI, which I scored as a unique allele, GPI-10 (Table 3).
This pattern may represent a ®xed heterozygous condi-
tion (the lower three bands appeared to correspond to
allele GPI-7), or the additional bands may have resulted
from enzyme degradation or other post-translational
modi®cations (e.g. Richardson et al. 1986).

Individuals of Type A1 also had an atypical banding
pattern at the 6PGD locus, an invariant double band
that I scored as a unique allele (6PGD-5). This double
band, which was not seen in the other morphotypes,
could represent a duplication of the 6PGD locus, or
could be the result of a post-translational modi®cation
(Richardson et al. 1986). Activity and resolution of
6PGD was very poor in A3 individuals, and therefore
was not scored for that morphotype. A1 and A3 also
di�ered from the other morphotypes in the level of en-
zyme activity at the AK locus. The AK-1 allele always
stained very darkly in A1 and A3; a band of the same
mobility that was present in some individuals of the
other morphotypes was always very faint, and many
individuals of A2, M1 and M2 had no detectable AK
activity.

Genetic variation and heterozygosity
within morphotypes

Populations of Type A1 exhibited no genetic variation
or heterozygosity at any of the 14 enzyme loci: every
individual in every population was genetically identical,
with the sole exception of one individual from the TRE
population that appeared to have a di�erent GPI ge-
notype (Table 3). Levels of genetic variation and het-
erozygosity within most populations of Type A2 were
also low; percentage of polymorphic loci averaged
14.7%. All A2 individuals collected at LUZ were ge-
netically identical and homozygous at all loci, and the
average heterozygosity observed in three of the other
four populations was 0.04 or lower (Table 3). The eight
individuals of Type A2 collected at Iles de GleÂ nan
(GLE) were an exception, as they were all heterozygous
at both HK and TPI. Because they were collected from
the same boulder, and because they all shared a rare HK
allele, it is likely that they belonged to a single clone.

Levels of genetic variation and heterozygosity in
populations of Types A3, M1 and M2 were higher than
for A1 and A2. Average observed heterozygosity ranged
from 0.060 to 0.088 in M1, 0.056 to 0.111 in M2, and

was 0.109 in the one population of A3 (Table 3). The
percentage of polymorphic loci averaged 22.6% in M1,
37.3% in M2 and 33.3% in A3 (Table 3). These values
fall within the range typical of most sexually reproduc-
ing marine invertebrates (Nevo et al. 1984).

Genotype frequencies at polymorphic loci di�ered
signi®cantly from Hardy±Weinberg expectations in only
3 of 61 cases, although most populations had slight he-
terozygote de®ciencies at the AK, GPI and LAP-2 loci
(Table 4). Because sample sizes and expected allele fre-
quencies were low in most populations, the power to
detect signi®cant di�erences is also low, so these results
should be interpreted cautiously.

Genetic di�erentiation among morphotypes

In all cases where two morphotypes were present at the
same location, they could be distinguished by ®xed al-
lelic di�erences. M1 and M2 occurred together at Illes
Medes (MED) and Marseilles (MR-2 and MR-3). These
two morphotypes showed ®xed allelic di�erences at six
loci (GPI, LAP-1, LAP-2, LTP-2, 6PGD and TPI), and
M2 populations had alleles at the MDH-1 and ODH loci
that were not found in M1 (Table 3). Allele frequencies
also di�ered signi®cantly between the two types at the
AK locus in the MED population (v2, p <0.001), and at
HK in the MR-2 and MR-3 populations (v2, p <0.01).

Morphotypes A2 and A3 co-occurred at SAG. They
were distinguished by ®xed allelic di�erences at four loci
(GPI, HK, LAP-1 and LAP-2), and by signi®cant dif-
ferences in allele frequencies at NP and TPI (v2,
p < 0.001) (Table 3).

Morphotypes A1 and A2 co-occurred at CHA, TRE
and GLE. At all three sites they exhibited ®xed or nearly
®xed allelic di�erences at ®ve loci (GPI, LAP-1, LAP-2,
LTP-2 and 6PGD), signi®cant di�erences in allele fre-
quencies at TPI (v2, p < 0.001) and consistent di�er-
ences in AK activity (Table 3). At CHA, several A2
individuals appeared to have LAP-1 or LAP-2 alleles
that were characteristic of A1, and at both CHA and
TRE several A2 individuals exhibited the ®ve-banded
GPI-10 pattern characteristic of A1; conversely, one
individual of A1 at TRE appeared to have the Type A2
GPI-7 genotype (Table 3).

The average pairwise genetic distances (Nei's D)
among four of the ®ve morphotypes ranged from
D � 0.281 to 0.612 (Table 5). These values are con-
siderably greater than those typically found among
conspeci®c populations (Thorpe 1983; Thorpe and
SoleÂ -Cava 1994), and are comparable to the value
(D � 0.601) separating the nominate species Alcyonium
acaule and A. glomeratum. In contrast, average D values
among populations of each morphotype were all
<0.065, indicating relatively little geographic di�eren-
tiation within morphotypes (Table 5).

The average genetic distance among A2 and M1
(D � 0.133) was considerably less than that among all
other pairs of morphotypes (Table 5). Although there
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were signi®cant di�erences in allele frequencies among
populations of A2 and M1 at several loci (AK, GPI,HK,
TPI), no ®xed allelic di�erences distinguished these
morphotypes (Table 3). Pairwise genetic distances be-
tween individual populations of A2 and M1 ranged from
D � 0.045 to 0.251; these values overlap those mea-
sured among populations of A2 only (D � 0.003 to
0.157). There was no overlap in the ranges of pairwise

D values within vs between morphotypes for any of the
other morphotypes (Table 5).

Phylogenetic relationship of morphotypes

Both the UPGMA dendrogram of Nei's D values
(Fig. 3) and the neighbor-joining tree of Cavalli-Sforza

Table 5 Alcyonium coralloides. Nei's (1978) genetic distance, D,
averaged among populations of each morphotype; range of pair-
wise D values in parentheses. (A1, A2, A3 Atlantic morphotypes;

M1, M2 Mediterranean morphotypes; AA A. acaule; AG A. glo-
meratum; numbers in brackets no. of populations of each mor-
photype)

Morphotype or species

A1 A2 A3 M1 M2 AA AG
[8] [5] [1] [5] [5] [1] [1]

A1 0.000 0.442 0.338 0.612 0.281 1.007 1.260
(0.000±0.000) (0.359±0.511) (0.338±0.340) (0.570±0.646) (0.261±0.320) (1.004±1.007) (1.257±1.261)

A2 0.061 0.438 0.133 0.417 1.217 1.248
(0.003±0.157) (0.399±0.492) (0.045±0.251) (0.357±0.507) (1.109±1.361) (1.226±1.277)

A3 ± 0.552 0.368 1.228 1.380
(0.525±0.573) (0.342±0.379)

M1 0.012 0.574 1.176 1.484
(0.002±0.023) (0.498±0.637) (1.162±1.195) (1.439±1.520)

M2 0.052 1.147 1.081
(0.006±0.119) (1.138±1.164) (1.035±1.220)

AA ± 0.601
AG ±

Table 4 Alcyonium coralloides. Heterozygote de®ciencies,
D��H0 ÿ He� : He� within populations of three Atlantic (A1, A2, A3)
and two Mediterranean (M1, M2) morphotypes. Signi®cance val-
ues are shown for loci at which genotype frequencies deviated from

Hardy)Weinberg expectations: (* p < 0.05) (Location abbrevia-
tions as in Fig. 1; ± loci not polymorphic in that population; po-
pulations with no polymorphic loci are not included)

Location,
Type

Locus

AK GPI HK LAP-1 LAP-2 LTP-2 MDH-1 NP ODH 6PGD TPI

CHA
A2 ± )1.000* ± )1.000 )1.000* ± ± ± ± ± 0.188

TRE
A1 ± )1.000 ± ± ± ± ± ± ± ± ±
A2 ± )1.000 ± ± ± ± ± ± ± ± 0.289

GLE
A2 ± ± 1.000 ± ± ± ± ± ± ± 1.000

SAG
A3 )0.538 ± ± 0.002 ± )0.656 ± 0.079 ± ± ±
A2 ± )0.421 0.032 ± ± ± ± ± ± ± 0.055

MED
M1 )0.774 )0.202 0.096 ± ± )0.319 ± ± ± ± ±
M2 )1.000 0.105 0.080 ± )0.198 0.156 0.029 ± 0.050 0.062 ±

BAN
M1 ± )0.072 0.207 ± ± 0.046 ± ± ± ± ±

MR1
M2 ± )0.606* 0.016 ± )0.107 ± )0.460 ± 0.024 )0.108 ±

MR2
M1 )0.314 )0.348 0.346 ± ± ± ± ± ± ± ±
M2 ± 0.091 ± ± )1.000 ± 0.091 ± ± 0.029 ±

MR3
M1 )1.000 )0.271 0.041 ± ± ± ± ± ± ± ±
M2 ± )0.109 ± ± )0.417 ± 0.091 ± 0.286 )0.200 ±

MR4
M1 )0.353 )0.015 )0.093 ± ± ± ± ± ± ± ±

MR5
M2 ± )0.197 ± ± )0.103 ± )0.394 ± 0.037 0.123 ±
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and Edwards' (1967) chord distances (Fig. 4) divide the
®ve morphotypes into two distinct, monophyletic clades:
an ``Alcyonium coralloides'' clade comprising morpho-
types A2 and M1 and an ``A. hibernicum'' clade that
includes A1, A3 and M2. Within the ``A. hibernicum''
clade, A1 and M2 fall into distinct monophyletic groups
supported by very high bootstrap values (Fig. 4). In
both trees, A3 is distinct from and falls outside the A1
and M2 clades, but low bootstrap values indicate un-
certain placement of this group: the neighbor-joining
tree places A3 as a sister group to A1, while the
UPGMA dendrogram suggests that A1 and M2 are
sister taxa. This latter topology is strongly supported by
DNA sequence data obtained from the internal tran-
scribed spacer regions (ITS) of the nuclear ribosomal
gene complex (McFadden et al. in preparation).

Both trees unite populations of Morphotype M1
monophyletically, but indicate that A2 is paraphyletic
with respect to M1. This relationship is consistent with
the conclusion that A2 and M1 are geographically dif-
ferentiated forms of the same species, and suggests that
the Mediterranean populations may have been derived
from an Atlantic progenitor (Fig. 4).

Discussion

Genetic and taxonomic relationships
among morphotypes

The results of this genetic study suggest that the soft
coral known as Alcyonium coralloides is not one highly
variable species, but rather a complex of at least four
distinct species that di�er in colony growth form, color,
microhabitat and geographic range. The original de-
scription of A. coralloides referred to a specimen found
growing on the dead axis of a gorgonian in the Medi-
terranean (Pallas 1766: cited in Weinberg 1977), and
subsequent revisions of that species describe it as oc-
curring primarily as an encrusting epibiont on gorgoni-
ans (Weinberg 1977). Morphotype M1 clearly ®ts these
original descriptions of A. coralloides.

The second morphotype found in the Mediterranean,
M2, is genetically distinct and reproductively isolated
from Alcyonium coralloides (M1): ®xed allelic di�erences
at 6 of 14 enzyme loci indicate that they do not inter-
breed, despite the fact that they often live immediately
adjacent to one another. Species M2 grows attached to

Fig. 3 Alcyonium coralloides. UPGMA dendrogram of Nei'sD values
among three Atlantic (A1, A2, A3) and two Mediterranean (M1, M2)
morphotypes. A. acaule and A. glomeratum are included as outgroups
(Location abbreviations as in Fig. 1)

Fig. 4 Alcyonium coralloides. Neighbor-joining tree of Cavalli-Sforza
and Edwards' chord distances among three Atlantic (A1, A2, A3) and
two Mediterranean (M1, M2) morphotypes. A. acaule and
A. glomeratum are included as outgroups; A. acaule was used to root
the tree (Numbers above branches bootstrap percentages from 1000
iterations, only bootstrap values >70% are shown; location abbre-
viations as in Fig. 1)
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rocks and benthic organisms other than gorgonians, and
I found it most commonly on the undersides of rock
ledges and on the walls and roofs of shallow caves.
Populations matching the description of M2 have been
noted throughout the western Mediterranean, from the
Banyuls-sur-Mer region, the CoÃ te d'Azur and Costa
Liguri, and in Corsica and Sardinia (Weinberg 1979,
1980; Groot and Weinberg 1982). M2 closely resembles
A. (�Parerythropodium) bosphorense Tixier-Durivault,
1961, described from the eastern Mediterranean (Groot
and Weinberg 1982), and further morphological and
genetic comparisons will be necessary to determine their
taxonomic relationship.

The three morphotypes attributed to Alcyonium
coralloides in the NE Atlantic are also genetically dis-
tinct, and ®xed allelic di�erences where they occur
sympatrically indicate that A2 is reproductively isolated
from both A1 and A3. Morphotype A2 belongs to the
same clade as A. coralloides (M1), and the average ge-
netic distance between them is considerably less than
that among any of the other morphotypes (Table 5).
Because A. coralloides (M1) and Morphotype A2 are
geographically separated, however, reproductive isola-
tion in sympatry cannot be used as the criterion for
determining if they belong to the same or di�erent spe-
cies. Because no ®xed allelic di�erences distinguish A2
from M1, and because the pairwise distances among
some A2 populations are greater than the distances
separating some Mediterranean (M1) and Atlantic (A2)
pairs, I suggest, in the absence of direct evidence of re-
productive isolation, that Morphotype A2 continue to
be considered a geographic variant of A. coralloides.

Atlantic Morphotype A1 was originally described as
Parerythropodium hibernicum Renouf, 1931, but was
later synonymized with Alcyonium coralloides on the
basis of morphological similarities (Van Soest and
Weinberg 1980). The genetic data suggest strongly,
however, that A. hibernicum is a valid species, repro-
ductively isolated from A. coralloides (A2) where their
ranges overlap in the English Channel. Although these
two species are distinguished by ®xed or nearly ®xed
allelic di�erences at ®ve enzyme loci, the presence of
small numbers of individuals with the ``wrong'' genotype
at particular loci (i.e. an allele characteristic of the other
species: Table 3) could indicate a small amount of hy-
bridization between them. This hypothesis is supported
by the observation that some individuals appear to have
copies of ribosomal ITS sequences from both species
(McFadden et al. unpublished data). Despite these few
irregularities, the conclusion that A. hibernicum (A1) and
A. coralloides (A2) are reproductively isolated species is
well supported by the genotypes of the majority of in-
dividuals sampled in their range of sympatry.

The third Atlantic morphotype, A3, is also repro-
ductively isolated from Alcyonium coralloides (A2), as
demonstrated by ®xed allelic di�erences between the two
forms where they co-occur at SAG. Although all three
members of the ``A. hibernicum'' clade (A1, A3, M2) are
clearly reproductively isolated from A. coralloides (A2,

M1), the taxonomic relationships among them are more
di�cult to evaluate. Fixed allelic di�erences distinguish
A1 and A3 at three loci, A1 and M2 at 4 loci, and A3
and M2 at 3 loci (Table 3). Because none of these
morphotypes occur sympatrically, these genetic di�er-
ences could simply indicate geographic di�erentiation of
populations rather than biological barriers to inter-
breeding. The number of ®xed di�erences and the
magnitude of the genetic distances separating the three
morphotypes (D � 0.281 to 0.368) suggest, however,
that genetic exchange rarely, if ever, occurs among them.
I propose, therefore, that A. hibernicum (A1), A3 and
M2 all be recognized as distinct species.

At least three other described species of Alcyonium
appear to be very similar morphologically and ecologi-
cally to A. coralloides, and may be synonymous with
that species or one of the others distinguished in this
paper. Alternatively, they may represent additional
members of the A. coralloides/A. hibernicum species
complex. A. (�Parerythropodium) maris-tenebrosi
Stiasny, 1937 and A. senegalense Verseveldt and van
Ofwegen, 1992, both from the Atlantic coast of NW
Africa, and A. (�Parerythropodium) grandi¯orum
Tixier-Durivault and d'Hondt, 1974 from the Azores all
occur as epibionts on gorgonians, like Medi-
terranean populations of A. coralloides (M1). The tax-
onomic relationship of these three species, as well as
A. bosphorense, to the four species distinguished here
needs to be examined further, preferably using genetic
techniques.

Genetic variation and mode of reproduction
in Alcyonium hibernicum

The results of a histological study of Alcyonium
hibernicum suggest that this species reproduces par-
thenogenetically (Hartnoll 1977). Samples taken
throughout the year in a population from the Isle of
Man revealed that all colonies produced ova that de-
veloped into brooded planula larvae, but no trace of
sperm or testicular tissue was ever detected. To date,
however, there has been no genetic con®rmation of
asexual reproduction in this species, and the underlying
cytological mechanism of parthenogenesis remains un-
identi®ed.

The complete lack of genetic variation observed
within populations of Alcyonium hibernicum is consistent
with asexual reproduction. Populations of asexual spe-
cies are often dominated locally by individuals belonging
to one or a few clones (Wright 1969; Jain 1976;
Suomaleinen et al. 1976; Baur and Klemm 1989). The
complete lack of allozyme variation throughout the en-
tire geographic range of A. hibernicum is, however,
highly unusual; most parthenogens exhibit relatively
high clonal diversity among populations due to the ac-
cumulation of mutations locally (Suomaleinen et al.
1976; Parker 1979; Stoddart 1983b; Ellstrand and Roose
1987). The lack of di�erentiation among A. hibernicum
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populations could indicate that the species evolved only
recently (or has recently been through a genetic bottle-
neck) and not enough time has passed since its origin for
local variants to have arisen by mutation (Lokki 1976;
Ellstrand and Roose 1987).

The complete homozygosity exhibited by Alcyonium
hibernicum is also uncharacteristic of species that re-
produce by the most common type of parthenogenesis,
apomixis (Suomaleinen et al. 1976). Apomicts lack
meiosis and therefore are expected to accumulate mu-
tations in heterozygous form: in the absence of recom-
bination, homozygosity can only be restored by rare
complementary or backmutations (Lokki 1976). Several
other cnidarians that produce larvae asexually exhibit
high levels of ®xed heterozygosity, consistent with apo-
mictic parthenogenesis (Ayre and Resing 1986; Shaw et
al. 1987). In contrast, A. hibernicum appears to be ho-
mozygous at all loci, with the possible exception of GPI.

High homozygosity is characteristic of automictic
parthenogens, in which diploidy is restored by nuclear
fusion following meiosis (Suomaleinen et al. 1976), and
of obligately self-fertilizing hermaphrodites (Wright
1969; Jain 1976). It is possible, therefore, that Alcyonium
hibernicum is an automictic (rather than an apomictic)
parthenogen. Alternatively, it could be a self-fertilizing
hermaphrodite in which sperm production is so low that
it cannot easily be detected by standard histological
methods (e.g. OÂ Foighil and Eernisse 1988). Further
cytological and genetic studies will be necessary to
con®rm the mechanism of reproduction in A. hiberni-
cum, but so far the genetic data are consistent with a lack
of outcrossing in this species.

Reproductive isolation and origin of species

Throughout the portion of its geographic range sampled
in this study, Alcyonium coralloides almost always oc-
curred sympatrically with a species from the A. hi-
bernicum clade. Although sympatric species typically
di�ered slightly in substrate use (Table 2), it was not
unusual to ®nd them growing in very close proximity or
even in direct contact with each other. For instance, at
MED, colonies of species M2 occurred around and on
the bases of gorgonians occupied by A. coralloides (M1),
and at CHA, I found colonies of A. coralloides (A2) and
A. hibernicum in direct physical contact within a dense
mixed-species population occupying the hull of a ship-
wreck. These observations suggest that ecological di-
vergence (which may be necessary for their coexistence)
does not contribute signi®cantly to reproductive isola-
tion among these species, as sperm could easily travel the
short distances separating individuals.

Di�erences in reproductive timing or in the gamete
recognition systems that control fertilization (e.g.
Palumbi 1994) are the most likely barriers to reproduc-
tion among this group of species. At present little in-
formation is available on the timing of reproduction in
any species other than Alcyonium hibernicum (Hartnoll

1977). I observed fully developed planula larvae in
� 40% of the colonies of A. coralloides (A2) collected at
SAG in May 1994. In contrast, <10% of colonies of
Species A3 had embryos at that time, and they appeared
to be at an earlier developmental stage, indicating a
possible di�erence in reproductive timing between these
two species. Approximately 50% of the A. hibernicum
colonies I sampled at CHA, TRE and GLE in late July
1994 contained fully developed planulae, compared to
only �10% of A. coralloides (A2) colonies at CHA and
none at TRE or GLE. Regardless of the timing of larval
production, however, the absence of outcrossing in
A. hibernicum should reproductively isolate it from
A. coralloides. Neither A. coralloides (M1) nor Species
M2 were reproductive when I sampled Mediterranean
populations in early July 1994.

While the evolution of parthenogenesis or obligate
sel®ng, such as has occurred in Alcyonium hibernicum,
would result in instantaneous reproductive isolation
even in sympatry (Mayr 1963), changes in reproductive
timing or gamete compatibility are more likely to have
evolved allopatrically. The recent history of the Medi-
terranean region has provided ample opportunities for
allopatric speciation followed by range expansion and
secondary contact. The Mediterranean underwent an
extreme salinity crisis ' 5:5 million years ago, and has
been recolonized largely since then (HsuÈ et al. 1977;
PeÂ reÁ s 1985). Climatic ¯uctuations throughout the Qua-
ternary have repeatedly altered its temperature, salinity
and circulation patterns, alternately favoring the immi-
gration and survival of di�erent faunas (PeÂ reÁ s 1985), and
periodic isolation of its major basins have promoted
rapid genetic diversi®cation and high speciation rates
(SaraÁ 1985; Tortonese 1985). Present-day circulation
patterns may continue to restrict genetic exchange be-
tween Atlantic and Mediterranean populations: genetic
discontinuities reported in several species appear to co-
incide with the location of an anticyclonic gyre o� the
SE coast of Spain, which may represent a signi®cant
barrier to larval dispersal (Tintore et al. 1988; Quesada
et al. 1995a, b; Borsa et al. 1997; Pannacciulli et al.
1997).

The initial divergence of the Alcyonium coralloides
and A. hibernicum clades could have occurred as a result
of the isolation of an ancestral population of A. coral-
loides within the Mediterranean. Di�erences in the ob-
served genetic diversity of A. coralloides populations are
consistent with a Mediterranean origin and subsequent
spread into the Atlantic. The greater allelic diversity and
higher heterozygosity of Mediterranean (M1) compared
to Atlantic (A2) populations suggest that Mediterranean
populations have had a longer time to accumulate ge-
netic diversity. Moreover, the very low genetic diversity
of A2 populations at the northern end of their range in
France is consistent with these populations having ex-
perienced a recent genetic bottleneck. As suggested by
Groot and Weinberg (1982), a founder e�ect associated
with the colonization of the Atlantic from the Mediter-
ranean is one likely bottleneck.
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A Mediterranean origin of Alcyonium coralloides is
not, however, well supported by the dendrograms, both
of which suggest that Mediterranean (M1) populations
originated subsequent to the diversi®cation of Atlantic
(A2) populations. It is possible, therefore, that the
A. coralloides and A. hibernicum clades diverged within
the Atlantic and that members of both clades (M1, M2)
have colonized the Mediterranean subsequently. To
con®rm the geographic origin of A. coralloides, it will be
necessary to sample populations from a variety of ad-
ditional locations, especially in the extreme western
Mediterranean (Alboran Sea) and Straits of Gibraltar.

Several other species of Alcyonium are sympatric with
members of the species complex described here; these
include A. acaule and A. palmatum in the Mediterranean,
and A. glomeratum, A. digitatum and another unde-
scribed species in the NE Atlantic (McFadden unpub-
lished data). Although morphological and life-history
di�erences clearly distinguish these species, they are
ecologically very similar and, with the possible exception
of A. palmatum, can all be found living immediately ad-
jacent to members of the A. coralloides and A. hibernicum
clades. Although they diverged from one another at
di�erent times in the past, the mechanisms by which all
these Alcyonium species maintain reproductive isolation
in sympatry must be similar. Further phylogenetic and
reproductive analysis of the genus Alcyonium will con-
tribute greatly to our understanding of the role repro-
ductive characters play in the origin and maintenance of
species boundaries in the marine environment.

Acknowledgements I am indebted to S. Weinberg for his advice
and assistance throughout this study. D. Padilla, R. and
M. Strathmann, other members of the Friday Harbor Laborato-
ries' manuscript discussion group and three anonymous reviewers
provided helpful comments on the manuscript. For assistance with
diving and sample collection I thank V. Alva, M. Bates, P. Clarke,
P. van Etten, J. Garrabou, J.-M. Gili, J.-G. Harmelin, B. Hextall,
V. Maran, B. Picton, A. Rogers, H. Zibrowius, personnel of
Laboratoire Arago, and members of Club Sous-Marin Pau-OceÂ an.
Portions of this study were conducted while the author was a
NATO Post-doctoral Fellow at Port Erin Marine Laboratory, Isle
of Man, and a visiting research associate in the Department of
Zoology, University College Dublin. Partial support was provided
by an institutional grant from the Frank M. Parsons Foundation, a
NATO Post-Doctoral Fellowship, and the Port Erin Marine Lab-
oratory.

References

Ayre DJ, Resing JM (1986) Sexual and asexual production of
planulae in reef corals. Mar Biol 90: 187±190

Ayre DJ, Veron JEN, Dufty SL (1991) The corals Acropora palifera
and Acropora cuneata are genetically and ecologically distinct.
Coral Reefs 10: 13±18

Baur B, Klemm M (1989) Absence of isozyme variation in geo-
graphically isolated populations of the land snail Chondrina
clienta. Heredity, Lond 63: 239±244

Borsa P, Blanquer A, Berrebi P (1997) Genetic structure of the
¯ounders Platichthys ¯esus and P. stellatus at di�erent geo-
graphic scales. Mar Biol 129: 233±246

Brazeau DA, Harvell CD (1994) Genetic structure of local popu-
lations and divergence between growth forms in a clonal in-

vertebrate, the Caribbean octocoral Briareum asbestinum. Mar
Biol 119: 53±60

Bruno JF, Edmunds PJ (1997) Clonal variation for phenotypic
plasticity in the coral Madracis mirabilis. Ecology 78: 2177±
2190

Bucklin A, Hedgecock D (1982) Biochemical genetic evidence for a
third species of Metridium (Coelenterata: Actiniaria). Mar Biol
66: 1±7

Carter MA, Thorpe JP (1981) Reproductive, genetic and ecological
evidence that Actinia equina var. mesembryanthemum and var.
fragacea are not conspeci®c. J mar biol Ass UK 61: 79±93

Cavalli-Sforza LL, Edwards AWF (1967) Phylogenetic analysis:
models and estimation procedures. Evolution 21: 550±570

Ellstrand NC, Roose ML (1987) Patterns of genotypic diversity in
clonal plant species. Am J Bot 74: 123±131

Felsenstein J (1993) PHYLIP (Phylogeny inference package) Ver-
sion 3.5c. Department of Genetics, University of Washington,
Seattle

Foster AB (1979) Phenotypic plasticity in the reef corals Mon-
tastraea annularis (Ellis & Solander) and Siderastrea siderea
(Ellis & Solander). J exp mar Biol Ecol 39: 25±54

Groot S, Weinberg S (1982) Biogeography, taxonomical status and
ecology of Alcyonium (Parerythropodium) coralloides (Pallas,
1766). Mar Ecol 3: 293±312

Hartnoll RG (1977) Reproductive strategy in two British species of
Alcyonium. In: Keegan BF, Ceidigh PO, Boaden PJS (eds) Bi-
ology of benthic organisms. Pergamon Press, New York, pp
321±328

Hochberg Y (1988) A sharper Bonferroni procedure for multiple
tests of signi®cance. Biometrika 75: 800±802

HsuÈ KJ, Montadert L, Bernoulli D, Cita MB, Erickson A, Garri-
son RE, Kidd RB, MeÂ liereÁ s F, MuÈ ller C, Wright R (1977)
History of the Mediterranean salinity crisis. Nature, Lond 267:
399±403

Jain SK (1976) The evolution of inbreeding in plants. A Rev ecol
Syst 7: 469±495

Knowlton N (1993) Sibling species in the sea. A Rev ecol Syst 24:
189±216

Knowlton N, Jackson JBC (1994) New taxonomy and niche par-
titioning on coral reefs: jack of all trades or master of some?
Trends Ecol Evolut 9: 7±9

Knowlton N, MateÂ JL, GuzmaÂ n HM, Rowan R, Jara J (1997)
Direct evidence for reproductive isolation among the three
species of the Montastraea annularis complex in Central
America (PanamaÂ and Honduras). Mar Biol 127: 705±711

Knowlton N, Weil E, Weight LA, GuzmaÂ n HM (1992) Sibling
species in Montastraea annularis, coral bleaching, and the coral
climate record. Science, NY 255: 330±333

Lacaze-Duthiers H de (1900) Coralliaires du Golfe du Lion. Archs
Zool exp geÂ n (3ieÂ me seÂ r) 8: 23±462

Lasker HR, Kim K, Co�roth MA (1996) Reproductive and genetic
variation among Caribbean gorgonians: the di�erentiation of
Plexaura kuna, new species. Bull mar Sci 58: 277±288

Lokki J (1976) Genetic polymorphism and evolution in partheno-
genetic animals. VII. The amount of heterozygosity in diploid
populations. Hereditas 83: 57±64

Mayr E (1963) Populations, species, and evolution. Harvard Uni-
versity Press, Cambridge

McFadden CS, Grosberg RK, Cameron BB, Karlton DP, Secord
D (1997) Genetic relationships within and between clonal and
solitary forms of the sea anemone Anthopleura elegantissima
revisited: evidence for the existence of two species. Mar Biol
128: 127±139

Monteiro FA, SoleÂ -Cava AM, Thorpe JP (1997) Extensive genetic
divergence between populations of the common intertidal sea
anemone Actinia equina from Britain, the Mediterranean and
the Cape Verde Islands. Mar Biol 129: 425±433

Nei M (1978) Estimation of average heterozygosity and genetic
distance from a small number of individuals. Genetics, Austin,
Tex 89: 583±590

Nevo E, Beiles A, Ben-Shlomo R (1984) The evolutionary signi®-
cance of genetic diversity: ecological, demographic and life

183



history correlates. In: Mani G (ed) Evolutionary dynamics of
genetic diversity. Springer-Verlag, New York, pp 13±213

OÂ Foighil D, Eernisse DJ (1988) Geographically widespread, non-
hybridizing, sympatric strains of the hermaphroditic, brooding
clam Lasaea in the northeastern Paci®c Ocean. Biol Bull mar
biol Lab, Woods Hole 175: 218±229

Palumbi SR (1994) Genetic divergence, reproductive isolation, and
marine speciation. A Rev ecol Syst 25: 547±572

Pannacciulli FG, Bishop JDD, Hawkins SJ (1997) Genetic struc-
ture of populations of two species of Chthamalus (Crustacea:
Cirripedia) in the north-east Atlantic and Mediterranean. Mar
Biol 128: 73±82

Parker ED Jr (1979) Ecological implications of clonal diversity in
parthenogenetic morphospecies. Am Zool 19: 753±762

PeÂ reÁ s JM (1985) History of the Mediterranean biota and the col-
onization of the depths. In: Margalef R (ed) Western Medi-
terranean. Pergamon Press, New York, pp 198±232

Quesada H, Beynon C, Skibinski DOF (1995a) A mitochondrial
DNA discontinuity in the mussel Mytilus galloprovincialis Lmk:
Pleistocene vicariance biogeography and secondary intergra-
dation. Molec Biol Evolut 12: 521±524

Quesada H, Zapata C, Alvarez G (1995b) A multilocus allozyme
discontinuity in the mussel Mytilus galloprovincialis: the inter-
action of ecological and life-history factors. Mar Ecol Prog Ser
116: 99±115

Renouf LPW (1931) On a new species of alcyonarian, Parer-
ythropodium hibernicum. Acta zool, Stockh 12: 205±223

Richardson BJ, Baverstock PR, Adams M (1986) Allozyme elec-
trophoresis: a handbook for animal systematics and population
studies. Academic Press Inc., New York

SaraÁ M (1985) Ecological factors and their biogeographic conse-
quences in the Mediterranean ecosystems. In: Moraitou-
Apostolopoulou M, Kiortsis V (eds) Mediterranean marine
ecosystems. Plenum Press, New York, pp 1±17

Selander RK, Smith MH, Yang YS, Johnson WB, Gentry JB
(1971) Biochemical polymorphism and systematics in the genus
Peromyscus. I. Variation in the old-®eld mouse (Peromyscus
polionotus). Stud Genet, Univ Austin, Texas 6: 49±90

Shaw PR, Prasad R (1970) Starch gel electrophoresis of enzymes ±
a compilation of recipes. Biochem Genet 4: 297±320

Shaw PW, Beardmore JA, Ryland JS (1987) Sagartia troglodytes
(Anthozoa: Actiniaria) consists of two species. Mar Ecol Prog
Ser 41: 21±28

Smith BL, Potts DC (1987) Clonal and solitary anemones (An-
thopleura) of western North America: population genetics and
systematics. Mar Biol 94: 537±546

SoleÂ -Cava AM, Thorpe JP (1987) Further evidence for the repro-
ductive isolation of green sea anemone Actinia prasina Gosse
from common intertidal beadlet anemone Actinia equina (L.).
Mar Ecol Prog Ser 38: 225±229

SoleÂ -Cava AM, Thorpe JP, Kaye JG (1985) Reproductive isolation
with little genetic divergence between Urticina (� Tealia) felina
and U. eques (Anthozoa: Actiniaria). Mar Biol 85: 279±284

Stiasny G (1937) Parerythropodium maris-tenebrosi n. sp., eine neue
Alcyonarie von der KuÈ ste Nordwest-Afrikas. Proc K ned Akad
Wet (Sect. 2) 40: 735±744

Stobart B, Benzie JAH (1994) Allozyme electrophoresis demon-
strates that the scleractinian coral Montipora digitata is two
species. Mar Biol 118: 183±190

Stoddart JA (1983a) Asexual production of planulae in the coral
Pocillopora damicornis. Mar Biol 76: 279±284

Stoddart JA (1983b) The accumulation of genetic variation in a
parthenogenetic snail. Evolution 37: 546±554

Suomaleinen E, Saura A, Lokki J (1976) Evolution of partheno-
genetic insects. Evolutionary Biol 9: 209±257

Swo�ord DL, Olsen GJ, Waddell PJ, Hillis DM (1996) Phyloge-
netic inference. In: Hillis DM, Moritz C, Mable BK (eds)
Molecular systematics. 2nd edn. Sinauer Associates, Inc., Sun-
derland, Massachusetts, pp 407±514

Swo�ord DL, Selander RB (1981) BIOSYS-1: a computer program
for the analysis of allelic variation in genetics. Illinois Natural
History Survey, Champaign, Illinois

Thorpe JP (1983) Enzyme variation, genetic distance and evolu-
tionary divergence in relation to levels of taxonomic separation.
In: Oxford GS, Rollinson D (eds) Protein polymorphism:
adaptive and taxonomic signi®cance. Academic Press, New
York, pp 131±152

Thorpe JP, SoleÂ -Cava AM (1994) The use of allozyme electro-
phoresis in invertebrate systematics. Zoologica Scr 23: 3±18

Tintore J, La Violette PE, Blade I, Cruzado A (1988) A study of an
intense density front in the eastern Alboran sea: the Almeria-
Oran front. J phys Oceanogr 18: 1384±1397

Tixier-Durivault A (1940) Contribution a l'eÂ tude du meÂ tabolisme
du calcium et du fer chez l'Alcyonium palmatum Pallas. Annls
Inst oceÂ anogr, Monaco 20: 311±379

Tixier-Durivault A (1961) Sur un nouvel alcyonaire: Parerythro-
podium bosphorense. Bull Mus natn Hist nat, Paris (2ieÂ me seÂ r)
33: 322±325

Tixier-Durivault A, d'Hondt M-J (1974) Les octocoralliaires de la
campagne BiacË ores. Bull Mus natn Hist nat Paris (Sect Zool)
174: 1361±1433

Tortonese E (1985) Distribution and ecology of endemic elements
in the Mediterranean fauna (®shes and echinoderms). In: Mo-
raitou-Apostolopoulou M, Kiortsis V (eds) Mediterranean
marine ecosystems. Plenum Press, New York, pp 57±83

Van Soest RWM, Weinberg S (1980) A note on the sponges and
octocorals from Sherkin Island and Lough Ine, Co. Cork. Ir
Nat J 20: 1±15

Van Veghel MLJ, Bak RPM (1993) Intraspeci®c variation of a
dominant Caribbean reef building coral, Montastrea annularis:
genetic, behavioral and morphometric aspects. Mar Ecol Prog
Ser 92: 255±265

Verseveldt J, van Ofwegen LP (1992) New and redescribed species
of Alcyonium Linnaeus 1758 (Anthozoa: Alcyonacea). ZooÈ l
Meded, Leiden 66: 155±181

Weinberg S (1975) Contribution aÁ la connaissance de Parerythro-
podium coralloides (Pallas 1766) (Octocorallia, Alcyonacea).
Beaufortia 23: 53±73

Weinberg S (1977) Revision of the common Octocorallia of the
Mediterranean circalittoral. II. Alcyonacea. Beaufortia 25: 131±
166

Weinberg S (1979) Autecology of shallow-water Octocorallia from
Mediterranean rocky substrata. I. The Banyuls area. Bijdr
Dierk 49: 1±15

Weinberg S (1980) Autecology of shallow-water Octocorallia from
Mediterranean rocky substrata. II. Marseille, CoÃ te d'Azur and
Corsica. Bijdr Dierk 50: 73±86

West JM, Harvell CD, Walls A.-M. (1993) Morphological plas-
ticity in a gorgonian coral (Briareum asbestinum) over a depth
cline. Mar Ecol Prog Ser 94: 61±69

Willis BL (1985) Phenotypic plasticity versus phenotypic stability in
the reef corals Turbinaria mesenterina and Pavona cactus. Proc
5th int coral Reef Symp 4: 107±112 [GabrieÂ C, Harmelin VM
(eds) Antenne Museum-EPHE, Moorea, French Polynesia]

Wright S (1969) Evolution and the genetics of populations. Vol. 2.
The theory of gene frequencies. University of Chicago Press,
Chicago

Zaykin DV, Pudovkin AI (1993) Two programs to estimate the
signi®cance of v2 values using pseudo-probability tests. J Hered
84: p. 152

184


